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Up-requlated (+) !L[il
Object has user data with positive value 3.6
Down-regulated (-) e
Object has user data with negative value L
Mixed-signal (+ /-) )
Object has user data with both positive L
and negative values i
Gene variants %
Object has user data with gene variants ?_

Network Objects

Mixed data o
Object has user data with both expression LY
values and gene variants
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CHANNELS/TRANSPORTERS RECEPTORS * Cell membrane glycoprotein

x Generic channel

Ligand-gated
ion channel
Voltage-gated
fan channel

Transporter

'r Generic Receptor

GPCR
‘r'ﬂ &P Cbetajgamma
Receptors with
kinase activity ‘ Regulators

(CDI, GAP, GET, etc.)

GROUPS OF OBJECTS

& A complex or a group

Praoteins physically connected intoa complex or related as a family

a Logical association
Proteins linked by logical relations or physical interactions

Custom assaciation
& Group of collapsed objects chosen by user
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Interactions between objects

EFFECTS
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MECHANISMS
PHYSHIAL INTERACTION®
Binding
Phivsieal Interaction betwesn molecules
Cleavage

Cleavage of & protain a1 a specific sheyiniding disiincrve pepnioe fragmen s
Protealyile cleavage can e cartied aut by halh enzymes and compoundd

Covalent medifications
Covalent binding of 4 small chemical droups 1o pratein aming acids of
DINAJRMNA nisclaotides.

Phosphorylation

Pratain activity is atrared via addition of a phosghate group

Dephaosphorylation

Frotain activity s altered via removal of @ phosphare group

Transformation
Proteln activity regulation by binding & fydrolysts of TR

Transport

Transport of & protem nea compouns berwesn argansties

Catalysis

Canalysis of an enrymaticsacion

Transcription regulation

Physical Bindlmg of 2 tanscr jHon Fector o tangor gona's promarar

Co-regulation of transcription
[nfllionces an gend exprossion Oy direct binding with Transcription machinen:
or by chromatin ramodeiling

Regulation

Influance on the biechemical reaction by changing Its camposition

MicroRNA binding

Rigulation of gene sxpression by Binding of mictoRNA 1o target mANA

FUNCTIONAL INTERACTIONS

Influence on expression

indirect infiuence of ehem il compound orprotel i on the amount
ol another protein

Competition
Weher two molecules compete for the interaction with the third molecule

Unspecified interactions

Influence on activity of proteln of RMA withoeut defermined mechanism

Drug-Drug interactions. Pharmacological effect

irugs pharmacological effects of orher dugs, tor instance by
cemipeti g foe :im? mn:hmll:m_rmmn ‘OF DTganic transponery
Drug-Drug interactions. Toxic effect

Orogy chanpe foxic affects of ather arogy, for instance by competing for
driig frietabslism efdymes of arganic Wansporiets
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EOCITAL RELATIONG
Croup relation

Obfsct belongs 1o & genanc group of mela e objects

o
@ Complex subunit
@

Protein is & subunit of & protein complex

Similarity relation

Chamically clmllar compaundswith chesen Tanimotoe similarity score

North America

Europe, Middle East

LINKS ON NETWORKS
= |ncoming interaction
When thimouss 1= over object, yellow [nk indicates directian o object

e (Jutgoing interaction

Cyan link indoates dirsction FROM rhe object

INTERACT "HOM CLSTOM LIST (Matal k™)

Interaction is in the network
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Iteraction s Mghtighted inyellow

Interaction is in the netwark

Imaraction Is Nghlightad In magena

SAMINICAL PATHWAYS

=== Canonical pathway
Tivee (i s Trighlighied in & thick cymn or meageata e

LINKS ON MAPS
Disrupts in disease

K
+> Weakens in disease
——3 Emergesindisease
===-=-p Enhances indisease

» Species specific interactions

Objects on maps

LOCALIZATION OTHER MAP OBIECTS
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